
C2orf82
MIA
COL9A2
S100B
SCRG1
RBP4
COL9A3
SOD3
CYTL1
S100A1
CHAD
MGP
COL11A2
CLU
S100A13
TYMP
NAMPT
ZEB2
CREB5
IGFBP4
MARCKS
COL4A2
PPAP2B
MEDAG
IGFBP7
MAP1B
CYP1B1
TMSB4X
ADAMTS4
COL4A1

PC_1

TXN
HMGA1
FOSL1
CLMP
SERPINE2
SOD2
MT2A
MYL12A
S100A10
EIF4EBP1
G0S2
RPS2
ISG20
TALDO1
PSAT1
JUN
SKIL
BAG3
RHOB
TSC22D3
BHLHE40
ATF3
JUND
NR4A1
HSPA1A
HSPA1B
FOSB
DNAJB1
FOS
GADD45B

PC_2

HMOX1
MCAM
APOLD1
ELTD1
AC011526.1
CALCRL
ESAM
IFI27
NCL
CLDN5
CD93
APEX1
TM4SF18
COL4A1
FTL
CD82
MMP3
HSD11B1
TNFAIP8
CEBPD
SOD2
CP
WTAP
LPAR1
FN1
CD81
PDPN
TNFAIP2
SLC7A2
TNFAIP6

PC_3

ELTD1
AC011526.1
CALCRL
IFI27
CLDN5
CD93
RALGAPA2
MYCT1
TM4SF18
BCL6B
CDH5
MCTP1
ECSCR
SOX17
S1PR1
APEX1
SRL
HSP90AB1
ZFHX3
RGS6
NR4A3
FGF7
ID4
AXL
ZEB2
PDE3A
HES4
CRISPLD2
CMSS1
KCNE4

PC_4

HES4
PMEPA1
C11orf96
EPAS1
HIPK2
TAGLN
TPM4
EFHD1
LAMA4
SRL
RGS6
KCTD20
GJA4
CDH6
SERPINA1
DDIT3
UBB
KLF10
JUN
ZFAND2A
HSPA8
DNAJB1
CFH
RSRC2
CLK1
LGALS1
HSPA6
DNAJB4
HSPA1B
DNAJA1

PC_5

NR4A1
SRL
CDH6
TOB1
MYOCD
PLN
LRRC10B
MCAM
PRMT10
CNN1
CXCL1
LINC00205
APOLD1
FOS
ADRA2A
CFD
CXCL14
SERPINF1
COL1A1
MEDAG
FGL2
C1R
SPOCK1
LUM
IGFBP6
GSN
VCAN
ABI3BP
DPT
FBLN1

PC_6

PLAUR
KDM6B
PHLDA2
LIF
CXCL3
THAP2
FOSL1
CXCL2
IER3
PNP
PPP1R15A
PTGS2
IL6
PMAIP1
TXNRD1
WISP2
FRZB
CP
NEAT1
TOB1
EPS8
METTL7A
PCOLCE2
UGP2
PRELP
FHL1
ZFP36L2
PDK4
TXNIP
ZBTB16

PC_7

MT−ND4L
MT−ATP8
MT−ND5
MT−ND2
NT5E
FST
RASSF8
MT−CO1
FAM101B
MT−ND1
STK17A
NEAT1
CLMP
FKBP4
UBE2S
TNFAIP3
TYMP
IL11RA
PPIC
TIMP4
G0S2
SDCBP
CD40
ACSF2
NFKBIA
TNFAIP2
TNFAIP8
PLGRKT
B2M
RPS4X

PC_8

CRYAB
HSPA6
HSPB1
ANXA1
CAV1
TPM1
MRPL18
FILIP1L
S100A6
WISP2
S100A4
CSF1
PIM1
ICAM1
PCOLCE2
FBLN7
DDX3Y
MT−ND1
CYP1B1
PTPRZ1
MMP2
CD81
MT−ND4
RPS4Y1
MT−ATP6
MT−CO2
MT−CYB
MT−CO1
MT−CO3
MT−ND3

PC_9


