
S100A8
S100A9
S100A7
CSTB
RARRES1
GJB2
LCN2
S100A11
S100A10
CXCL8
SLPI
SPRR3
SAT1
KRT16
IL1B
MALAT1
SCHLAP1
LINC02109
CCND1
MECOM
ENSG00000229618
DISC1FP1
PTPRM
GSTM1
H19
DLGAP1
IMMP2L
CCSER1
SPINK1
ENSG00000280441

PC_1

GSTM1
CCND1
MRPL21
SPINK1
FGF3
S100A2
WASH6P
LRP5
FABP5
FABP4
RPS18
S100A4
C11orf24
DHRS2
RPS28
LINC02476
BBS9
EXOC4
PPP1R9A
NEAT1
ENSG00000243620
SCHLAP1
LINC02109
ENSG00000229618
DISC1FP1
IMMP2L
DLGAP1
S100A7
S100A9
S100A8

PC_2

GSTM1
CCND1
MRPL21
LRP5
FGF3
PPP6R3
ENSG00000280441
S100A8
C11orf24
S100A9
IGHMBP2
LTO1
FAT3
ENSG00000260246
TCN1
RPL39
SOX4
SNCG
MMP7
KRT20
ENSG00000237643
IGF2
UPK2
TTR
ADIRF
APOA2
MDK
PSCA
S100A4
H19

PC_3

S100A4
CCSER1
APOA2
NAALADL2
PTPRM
SNTG1
H19
MDK
PSCA
IQCJ−SCHIP1
ZNF117
ENSG00000229642
WASH6P
NEAT1
CASC15
IGFBP3
KRT13
ENSG00000243620
ARHGAP23
FN1
ERBB2
LINC02109
MAL
ENSG00000229618
UPK1A
SPP1
RPL23
DLGAP1
FXYD4
RPL19

PC_4

S100A2
FABP4
MALAT1
FOS
AQP3
KRT13
IFITM3
ATF3
CD74
HLA−B
DUSP2
NEAT1
JUN
KRT5
KRT17
FXYD4
FGF3
APOA2
MRPL21
CCND1
TTR
GSTM1
S100A4
ADIRF
WASH6P
S100A8
S100A9
H19
SPINK1
S100A7

PC_5

S100A7
CXCL8
PI3
KRT17
C15orf48
IL1B
FABP4
CCL20
HILPDA
CRCT1
SPRR2D
S100A2
SPRR2A
CSTB
KRT13
CKS2
S100A16
IDH1
KRT7
HSPE1
GGCT
CDKN2A
UBE2C
H2AZ1
TUBA1B
CLIC3
CALML3
S100A11
H1−2
CALML5

PC_6

S100A7
S100A8
S100A9
S100A2
FABP4
IGFBP2
KRT13
IGFBP5
FABP5
DUSP2
FOS
CAV1
H1−4
RPL34
TUBB
KRT23
CLIC3
LCN2
TM4SF1
HOPX
CCL20
IL1B
GDF15
ANXA1
FTH1
CXCL8
CSTB
RARRES1
C15orf48
HILPDA

PC_7

FXYD4
S100A7
KRT13
MT−CO2
DISC1FP1
MT−CO1
GPX2
MT−ND3
ADIRF
GALNT14
CEACAM6
MT−CO3
AQP3
ZBTB7C
ENSG00000243620
IGF2
ARHGAP29
DLGAP1
FOXP2
ENSG00000288714
SPP1
TGM2
THSD7A
ENOX1
FBN2
UNC13C
MET
SLC1A3
EGFR
FN1

PC_8

S100A7
MT−CO2
MT−CO1
MT−ND2
MT−ND4
MT−ND1
MT−CYB
MT−CO3
MT−ATP6
MT−ATP8
MT−ND4L
MALAT1
MT−ND3
NEAT1
MT−ND5
MDK
KRT17
RARRES1
DLGAP1
APOA2
GSTM1
S100A9
S100A8
S100A4
ENSG00000229618
DISC1FP1
IGFBP2
FABP5
FABP4
S100A2

PC_9


