
RPS27
RPS12
LTB
RPL13
ETS1
CD3D
PCED1B−AS1
IL7R
CD3E
IL32
BCL11B
CD3G
TRBC2
TRAC
GIMAP7
S100A8
LYN
RBM47
S100A9
LYZ
SLC8A1
DMXL2
LRMDA
MNDA
CTSS
CYBB
FCN1
IRAK3
VCAN
PLXDC2

PC_1

GP9
TMEM40
ACRBP
TUBB1
CMTM5
PTCRA
CAVIN2
GP1BB
GNG11
HIST1H2AC
NRGN
ITGA2B
C2orf88
CLDN5
AC147651.1
SERINC5
P2RY8
CD96
PDE7A
LINC01619
ITK
MAML2
ZBTB20
ANKRD44
FOXP1
PTPRC
ARHGAP15
RPS27
RPS12
RPL13

PC_2

FYB1
GIMAP7
DPYD
NEAT1
FYN
BCL11B
PITPNC1
CD3D
IL7R
IL32
ITM2B
ANXA1
CD3E
PTPRC
CD247
BLNK
CUX2
BCL11A
PLD4
IRF8
LINC01478
SPIB
LILRA4
LINC01374
COBLL1
NIBAN3
CCDC50
CLEC4C
RHEX
TCF4

PC_3

NKG7
GZMA
CST7
TGFBR3
KLRD1
PRF1
GNLY
SAMD3
PYHIN1
KLRF1
MYBL1
C1orf21
NCALD
FGFBP2
CTSW
HLA−DQA1
BANK1
CD79B
AIF1
FCRL1
HLA−DRB1
CD37
FTL
IGHD
LINC00926
IGHM
MS4A1
LTB
CD79A
HLA−DRA

PC_4

BACH2
BANK1
FCRL1
PAX5
LINC00926
COL19A1
RALGPS2
ARHGAP15
EBF1
FOXP1
OSBPL10
MS4A1
PACS1
RIPOR2
ZBTB20
EFHD2
MYL6
NKG7
ACTG1
ACTB
S100A11
CYBA
CLIC3
FCER1G
HCST
PFN1
S100A4
TYROBP
GZMB
S100A6

PC_5

MS4A1
LINC00926
CD79A
CD79B
FCRL1
BANK1
PAX5
IGHD
IGHM
NKG7
COL19A1
EBF1
OSBPL10
CD22
CST7
OXNAD1
PLCL1
CERS6
NELL2
TCF7
FHIT
MAML2
INPP4B
IL7R
BCL11B
PDE3B
SERINC5
CAMK4
PRKCA
LEF1

PC_6

AKAP12
SLC24A3
GATA2
LINC02458
CLC
TRPM6
CCR3
HDC
MS4A3
ENPP3
CSF2RB
GCSAML
OSBPL1A
ATP8B4
SEMA3C
MS4A7
HLA−DPA1
GSTP1
THEMIS
ITK
TC2N
CSF1R
IFI30
CD96
CD52
AIF1
TMSB4X
RPS27
RPS12
RPL13

PC_7

CRIP1
MAF
S100A4
S100A11
CD52
S100A10
ITGB1
S100A6
VIM
ANXA2
PAG1
CDKN1C
PHTF2
IL32
TMSB4X
AHSP
SNCA
HBM
BNC2
NCR1
PTPN12
SLC25A37
SPON2
FGFBP2
ALAS2
AOAH
HBB
KLRF1
HBA2
HBA1

PC_8

FCGR3A
CDKN1C
IFITM3
HES4
SMIM25
TCF7L2
MS4A7
CSF1R
HMOX1
CHST2
CFD
AIF1
RHOC
MTSS1
ABI3
PARP8
LYAR
A2M
KLRG1
ATXN1
CCR6
AC006369.1
KLRB1
AL136456.1
NIBAN1
ANXA1
SLC4A10
IL32
PHACTR2
GZMK

PC_9


