
HNRNPF
ACTB
RAP1B
CAPZA2
CD164
LDHA
CCNG1
EIF4A2
ACTR3
TMED2
SARAF
CCT8
PTGES3
HNRNPK
SRP9
RPL28
TPT1
RPS2
RPS27
RPS14
RPL37A
RPL13A
RPS24
RPLP1
RPL41
RPL31
RPL13
RPS23
RPS12
RPL27A

PC_1

H2AFZ
PCLAF
TYMS
TUBA1B
YBX1
HMGB1
RANBP1
TK1
HMGN2
CENPM
PCNA
CLSPN
DUT
HMGB2
GINS2
HLA−E
TM4SF1
MLLT3
HLA−DMA
BST2
PTPRC
HLA−C
HLA−A
HLA−DRB1
HLA−DPA1
HLA−DPB1
CD74
B2M
MALAT1
HLA−DRA

PC_2

TNFRSF4
FTH1
IL32
PFN1
CD63
EMP3
NFKBIA
EBI3
COX17
GPX4
SNRPG
TNFSF10
LTB
HLA−A
RBM8A
RPL13A
H2AFY
EIF3L
SPINK2
CYTL1
ZFP36L2
RPS8
EIF3E
RPS18
NAP1L1
HNRNPA1
RPL10
RPL3
RPS4Y1
EEF1A1

PC_3

PRDX1
CD74
CALR
GSTP1
SRM
HLA−DRA
HLA−DPA1
TUBB
TUBA1B
HSPA8
HLA−DRB1
HLA−DPB1
YBX3
TUBB4B
TMSB10
C6orf48
ARHGAP6
PBX1
PF4
GP9
LTBP1
PDLIM1
LMNA
RGS18
ZFAS1
PLEK
ITGA2B
CD36
GATA1
CMTM5

PC_4

TUBA1A
HIST1H4C
ZFAS1
RAB31
RELB
SNHG12
CORO1A
PLAC8
GTSF1
SAT1
TYROBP
DDIT4
KLF6
IGHM
LSP1
LTBP1
PF4
HSPB1
MEST
CMTM5
FCER1A
HSPA8
SH3BGRL3
HSP90AB1
ITGA2B
RPS4X
PTMA
PABPC1
RPL39
MIF

PC_5

SNHG8
MIF
RPS29
NCL
EIF3J
PABPC1
SNHG15
HSP90AB1
TPSAB1
FABP5
HNRNPM
DDX21
HSPD1
RBM8A
EIF5A
FCGR2A
ACTN1
HPSE
PLEK
MYLK
FYB1
SPX
ITGA2B
ANXA3
ARHGAP6
PPBP
LTBP1
PF4
CMTM5
GP9

PC_6

CLU
RPS4Y1
AC011139.1
MEG3
TPT1
SRM
EIF1AY
PHLDB2
CRHBP
YBX3
LYL1
TM4SF1
CHCHD10
CD151
CST3
MT−ND5
MT−ND3
SNHG25
RPS29
RPL39
IFITM1
MT−CYB
HPGDS
RPS4X
TPSAB1
XIST
MT−ND4
LGALS1
MT−CO2
MT−CO1

PC_7

HCST
TMSB4X
TYROBP
HNRNPH1
RPS26
LSP1
EIF5A
CTNNB1
ARMH1
SET
MZB1
SMIM24
CORO1A
C1orf56
AC092069.1
CENPE
CDCA3
GTSE1
CCNB2
DLGAP5
ASPM
CDC20
CENPF
BIRC5
PLK1
CENPA
TOP2A
MKI67
AURKB
HMMR

PC_8

UBB
TUBB
LDHB
GSTP1
HSP90AA1
PRDX1
CD52
PRMT1
GSTO1
FDPS
MGST1
CYBA
CD79B
AIF1
HLA−A
NME1
CNOT9
B4GALT1
PPP1CB
MDM4
MTA2
CDC42
CALR
LRRC75A
AC092069.1
PHKG1
CDC42SE1
SET
C1orf56
CTNNB1
HNRNPH1

PC_9


